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cagtgtgccc atcatggcac ccacatcacc 
ggagtcatct gttctgagac tgcatcagat 
accgcctaca tcgaagaccg gcccctgcat 
ctggccagct cagcccgctc agccaactgg 
tcctcccaga tccacaacct gggacgagct 
tgggtgtggc acgagtgcca tgggcattac 
atcctcaccc caaatggcac caaggtggct 
gacactgagt gtcaggagga tgtctccaag 
ggcatcactg tgggttgctg ggatctctac 
atcacggatg tgaagccagg aaactacatt 
gtagcagaga gtgactttac caacaatgca 
agaatctggg tgcacaactg ccacattggt 
tttgaacgct accctggcca gaccagcaac 



tgcaagagga cagggacccg cttcactgct 1560 
ctgttgctgc actcagcact ggtgcaggag 1620 
atgttgtact gtgctgcgga agagaactgc 1680 
ccctatggtc accggcgtct gctccgattc 1740 
gacttcaggc ccaaggctgg gcgccactcc 1800 
cacagcatgg acatcttcac tcactatgat 1860 
gagggccaca aagctagttt ctgtctcgaa 1920 
cggtatgagt gtgccaactt tggagagcaa 1980 
cggcatgaca ttgactgtca gtggattgac 2040 
ctccaggttg tcatcaaccc aaactttgaa 2100 
atgaaatgta actgcaaata tgatggacat 2160 
gatgccttca gtgaagaggc caacaggagg 2220 
cagattatc 2259 
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fHEART 
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"breast 

LIVER 

Liver 

■ prostate 
i prostate 



o 
m 

CM 



o 
o 

CM 



o 



o 
o 



o 



RELATIVE EXPRESSION (KIDNEY AS REFERENCE) 



Applicant: Holtzman, Douglas A. et al. 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/ Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN1M 

17/68 




RELATIVE EXPRESSION 



Applicant: Holtzman, Douglas A. et al. 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN1M 



18/68 



GAATTOXX^CGAGGGCOT^ 79 

MALKVLPLHRTVL 13 
AAGGAATAAACACGTTTGGTGAGAGCC ATG GCA CTC AAG GTC CTA CCT CTA CAC AGG ACG GTG CTC 145 

FAAILFLLHLACKVSCETGD33 
TTC GCT GCC ATT CTC TTC CTA CTC CAC CTG GCA TGT AAA GTG ACT TGC GAA ACC GGA GAT 205 

CRQQEFKDRSGN CVLCKQCG 53 
TGC AGG CAG CAG GAA TTC AAG GAT CGA TCT GGA AAC TGT GTC CTC TGC AAA CAG TGC GGA 265 

PGMELSKECGFGYGEDAQCV73 
CCT GGC ATG GAG TTG TCC AAG GAA TCT GGC TTC GGC TAT GGG GAG GAT GCA CAG TGT GTG 325 

PCRPHRFKEDWGFQKCKPCA93 
CCC TGC AGG CCG CAC CGG TTC AAG GAA GAC TGG GCT TTC CAG AAG TGT AAG CCA TCT GCG 385 

DCALVNRFQRANCSHTSDAV 113 
GAC TGT GCG CTG GTG AAC CGC TTT CAG AGG GCC AAC TGC TCA CAC ACC ACT GAT GCT GTC 445 

CGDCLPGFYRKTKLVGFQDM 133 
TGC GGG GAC TGC CTG CCA GGA TTT TAC CGG AAG ACC AAA CTG GTT GGT TTT CAA GAC ATG 505 
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ECVPCGDPPPPYEPHCTSKV 153 

GAG TCT GTG CCC TGC GGA GAC CCA CCT CCT CCC TAC GAA CCA CAC TCT ACC AGC AAG CTG 565 

NLVKIS S TVSSPRDTALAAV 173 

AAC CTT GTG AAG ATC TCC TCC ACC GTC TCC AGC CCT CGG GAC ACG GCG CTG GCT GCC GTC 625 

ICSALATVLLALLI LCVIYC 193 

ATC TGC ACT GCT CTG GCC ACG CTG CTG CTC GCC CTG CTC ATC CTG TCT GTC ATC TAC TGC 685 

KRQFMEKKPSCKLPSLCLTV 213 

AAG AGG CAG TTC ATG GAG AAG AAA CCC AGC TCT AAG CTC CCA TCC CTC TCT CTC ACT GTG 745 

K * 215 

AAG TGA 751 

GCTTCTTAGCATTGTCACXEAAG 830 

GAATACAAGATGCAGGAAAACGAGCCT^ 909 

AGGCTA(XIAGGAAAAAATAAAAGTTGTCTATACCCT 981 
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GAA 




!ACCAAGCTGCGGAAAGCCTGAGTCira^^ 



79 



MALKVLPLHRTV 12 

TAiGCAGGAATAAACACXaTITGGTGAGAGC^ ATG GCA CTC AAG GTC CTA CCT CTA CAC AGG ACG GTG 145 

LFAAILFLLHLACKVSCETG 32 

CTC TTC GCT GCC ATT CTC TTC CTA CTC CAC CTG GCA TGT AAA GTG ACT TGC GAA ACC GGA 205 

DCRQQEFKDRSGNCVLCKQC 52 

GAT TGC AGG CAG CAG GAA TTC AAG GAT CGA TCT GGA AAC TGT GTC CTC TGC AAA CAG TGC 265 

GPGMELSKECGFGYGEDAQC 72 

GGA CCT GGC ATG GAG TTG TCC AAG GAA TGT GGC TTC GGC TAT GGG GAG GAT GCA CAG TGT 325 

VPCRPHRFKEDWGFQKCKPC 92 

GTG CCC TGC AGG CCG CAC CGG TTC AAG GAA GAC TGG GGT TTC CAG AAG TGT AAG CCA TGT 385 

ADCALVNRFQRANCSHTSDA 112 

GOG GAC TGT GCG CTG CTG AAC CGC TTT CAG AGG GCC AAC TGC TCA CAC ACC ACT GAT GCT 445 

VCGDCLPGFYRKTKLVGFQD 132 

CTC TGC GGG GAC TGC CTG CCA GGA TTT TAC CGG AAG ACC AAA CTG CTT GCT TTT CAA GAC 505 

MECVPCGDPPPPYEPHCE* 151 

ATG GAG TGT GTG CCC TGC GGA GAC CCA CCT CCT CCC TAC GAA CCA CAC TCT GAG TGA 562 

TCTGCXZAAGTGGCAGCAGACCnTrAAAAAA 641 

ATTTCCGCGGCCGC 655 




13 



Applicant: Holtzman, Douglas A. et a). 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN1M 

21/68 



1 
1 
l 



MALKVLPLHRTVLFAAILFLLHLACKVSCETGDCRQQBFKDRSGNCVLCK Majority 

i i i i T 

10 20 30 40 50 
J I I I L 



MALKVLPLHRTVLFAAILFLLHLACKVSCETGDCRQQEFKDRSGNCVLCK 
MALKVLPLHRTVLFAAILFLLHLACKVSCETGDCRQQEFKDRSGNCVLCK 



muT127a 
muT127b 



m|yvw|v|qq pta|lBll|a]l|tlg|v|tarrln|c|vkhtyps - ghk|c|^1c|r ox4 0 



51 
51 



QCGPGMELS KECGFGYGEDAQCVPCRPHRFKEDWGFQKCKPCADCALVNR Ma j ori ty 

i 1 1 1 r 

60 70 80 90 100 

1 L 



QCGPGMELSKECGFGYGEDAQCVPCRPHRFKEDWGFQKCKPCADCALVNR 
QCGPGMELSKECGFGYGEDAQCVPCRPHRFKEDWGFQKCKPCADCALVNR 



muT127a 
muT127b 



4 1 E|c|^G|HGMVSRlcl--DHTR|D^Llc3PClBTGFYN|ElAVNYDT^ ox4 0 



101 
101 
89 



FQ - RAN CSHTSDAVCGDCLPGFYRKTKLVGFQ - DMECVPCGDPPPPYEPH Majority 

1 1 1 1 r 

110 120 130 140 150 
I I I I L 



FQ- RANCSHTSDAVCGDCLPGFYRKTKLVGFQ -DMECVPCGDPPPPYEPH 
FQ- RANCSHTSDAVCGDCLPGFYRKTKLVGFQ -DMECVPCGDPPPPYEPH 



muT12 7a 
muT127b 



SELKQ|Ncfr^l^[^C^ ox4 0 



Fig. 14A 



Applicant: Holtzman, Douglas A. et al. 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN1M 

22/68 



149 
149 



-- CEXXXX LXXXXXXXXXXXXXX Majority 

n 1 1 1 r 

160 170 180 190 200 
J I 1 I L 



C|TSKVN]LjVKI muT127a 



13 5 NNQACKPWTNCTLSGKQTRHPASDSLDAV1Ce|dRSl|l1aTLLWETQRPTFRP ox4 0 



CE 



muT127b 



XXXXXXXXXXXXXXXXXXXTXXXPXXXA XAXXXXXXLXXXXXLXXLLXLX Ma j ority 

: — i 1 1 i r 

210 220 230 240 25 0 

159 SS|^SS[gRDT|A|L|A]AVICSA|L|ATV- -|L|LA|LL|l|L|C muT127a 

151 ^ ~— - - muT127b 

18 5 TTVQSTTVWPRTSELPSPP@LVT@EGP@FAVLLGLG@GLLAP@TV^L|A@Y ox4 0 

XXXXXXXXXXXXXXCXXXSXXXXXX XXXXXXXXXXXK - Mai or i ty 

1 1 1 

260 270 280 

I _ J I 

190 VIYCKRQFMEKKPS[C|KLP[S|LCLTV [Kj. muT127a 

151 _ muT127b 

23 5 LLRKAWRLPNTPKP@WGN{s]FRTPIQEEHTDAHFTLA@I OX4 0 



Fig. 14B 



Applicant: Holtzman, Douglas A. et al. ^ 
Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 

Docket No.: MPI2000-544OMNICN1M ! 

23/68 



FASTA searches a protein or DNA sequence data bank 
version 2.0u53 July, 1996 
Please cite: 

W.R. Pearson & D.J. Lipman PNAS (1988) 85:2444-2448 

inputs/nb589712 . tmp : 215 aa 
> T127Atm473200aa: 215 aa 
vs library 

searching inputs/nb7 82215 . tmp library 

423 residues in 1 sequence 

The best scores are: initn initl opt 

Patent Protein W70387 - (untitled) 982 982 982 

» Patent Protein W70387 - (untitled) (423 aa) 

initn: 982 initl : 982 opt : 982 

Smith -Waterman score: 982; 85.7% identity in 203 aa overlap 

10 20 30 40 50 60 

T127A MALKVLPLHRTVLFAAILFLLHIACKVSCETGDCRQQEFKDRSGNCVLCKQCGPGMELSK 

X. • • • • . . . ... .....««•••• ....... • .......... 

..... . • .... .... ......................... ............ 

MALKVLLEQEKTFFTLLVLLGYLSCKVTCETGDCRQQEFRDRSGNCVPCNQCGPGMELSK 

10 20 30 40 50 60 



Fig. 15A 
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70 80 90 100 110 120 

T127A ECGFGYGEDAQCVPCRPHRFKEDWGFQKCKPCADCALVNRFQRANCSHTSDAVCGDCLPG 



ECGFGYGEDAQCVTCRLHRFKEDWGFQKCKPCLDCAWNRFQKANCSATSDAICGDCLPG 
70 80 90 100 110 120 

130 140 150 160 170 180 

T127A FYRKTKLVGFQDMECVPCGDPPPPYEPHCTSKVNLVKISSTVSSPRDTALAAVICSAIiAT 



FYRKTKLVGFQDMEC^PCGDPPPPYEPHCASKVNLVKIASTASSPRDTALAAVICSAIiAT 
130 140 150 160 170 180 

190 200 210 

T127A VLLALL I LCVI YCKRQFMEKKP S CKLP S LCLTVKN 
::::::::::::::::::::: :X 

VLLALLILCVIYCKRQFMEKKPSWSLRSQDIQYNGSELSCLDPRQLHEYAHRACCQCRRD 
190 200 210 220 230 240 



Fig. 15B 
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FAST A searches a protein or DNA sequence data bank 
version 2.0u53 July, 1996 
Please cite: 

W.R. Pearson & D.J. Lipman PNAS (1988) 85:2444-2448 

inputs/nb504897 . tmp : 981 aa 
> Atm472300: 981 aa 
vs library 

searching input s/nb658 900 . tmp library 

1496 residues in 1 sequences 

The best scores are: initn initl opt 

Patent Nucleotide V33362 - (untitled) 2575 2575 2861 

>> Patent Nucleotide V33362 - (untitled) (1496 aa) 

initn: 2575 initl: 2575 opt: 2861 

Smith- Waterman score: 2888; 70.6% identity in 922 aa overlap 
40 50 60 70 80 90 

A tm4 7 CCCCAGCCTCAAACTGCAGTCCGGCGCCGCGGGGCAGGACAAGGGGAAGGAATAAACACG 

X: . . : . . . : : . :::::; : : . 

GGGAACGTAGAACTCTCCAACAATAAATACA 
10 20 30 



Fig. 16A 
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100 110 120 130 140 150 

A tm4 7 TTTGGTGAGAGCCATGGCACTCAAGGTCCTACCTCTACACAGGACGGTGCTCTTCGCTGC 

• * • • • ••••• • mm mm •••• ••• • • • • * • 

••••••••••• •••••• • ••••• •••• • •••• •••• •• • • 

TTTGATAAGAAAGATGGCTTTAAAAGTGCTACTAGAACAAGAGAAAACGTTTTTCACTCT 
40 50 60 70 80 90 

160 17 0 180 190 2 00 210 

A tm4 7 CATTCTCTTCCTACTCCACCTGGCATGTAAAGTGAGTTGCGAAACCGGAGATTGCAGGCA 
. : • : : : : : : : : : : :::::::::::: : : : : : : : : : : ; : : : : : : . : : 
TTTAGTATTACTAGGCTATTTGTCATGTAAAGTGACTTGTGAAACAGGAGACTGTAGACA 
100 110 120 130 140 150 



Fig. 16B 
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220 230 240 250 260 270 

A tm4 7 GCAGGAATTCAAGGATCGATCTGGAAACTGTGTCCTCTGCAAACAGTGCGGACCTGGCAT 

: :::::: : : : : : 

GCAAGAATTCAGGGATCGGTCTGGAAACTGTGTTCCCTGCAACCAGTGTGGGCCAGGCAT 
160 170 180 190 200 210 

280 290 300 310 320 330 

A tm4 7 GGAGTTGTCCAAGGAATGTGGCTTCGGCTATGGGGAGGATGCACAGTGTGTGCCCTGCAG 

:::::::::::::::::::::::::::::::::::::::::: : : : : : 
GGAGTTGTCTAAGGAATGTGGCTTCGGCTATGGGGAGGATGCACAGTGTGTGACGTGCCG 
220 230 240 250 260 270 



Fig. 16C 
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340 350 360 370 380 390 

A tm4 7 GCCGCACCGGTTCAAGGAAGACTGGGGTTTCCAGAAGTGTAAGCCATGTGCGGACTGTGC 
' ' : : : : : : : : : : : : :::::: : : 

GCTGCACAGGTTCAAGGAGGACTGGGGCTTCCAGAAATGCAAGCCCTGTCTGGACTGCGC 
280 290 300 310 320 330 

400 410 420 430 440 450 

A tm4 7 GCTGGTGAACCGCTTTCAGAGGGCCAACTGCTCACACACCAGTGATGCTGTCTGCGGGGA 



AGTGGTGAACCGCTTTCAGAAGGCAAATTGTTCAGCCACCAGTGATGCCGTCTGCGGGGA 
340 350 360 370 380 390 



Fig. 16D 
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460 470 480 490 500 510 

A tm4 7 CTGCCTGCCAGGATTTTACCGGAAGACCAAACTGGTTGGTTTTCAAGACATGGAGTGTGT 



CTGCTTGCCAGGATTTTATAGGAAGACGAAACTTGTCGGCTTTCAAGACATGGAGTGTGT 
400 410 420 430 440 450 

520 530 540 550 560 570 

A tm4 7 GCCCTGCGGAGACCCACCTCCTCCCTACGAACCACACTGTACCAGCAAGGTGAACCTTGT 

GCCTTGTGGAGACCCTCCTCCTCCTTACGAACCGCACTGTGCCAGCAAGGTCAACCTCGT 
460 470 480 490 500 510 



Fig. 16E 
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580 590 600 610 620 630 

A tm4 7 GAAGATCTCCTCCACCGTCTCCAGCCCTCGGGACACGGCGCTGGCTGCCGTCATCTGCAG 



• • • 



GAAGATCGCGTCCACGGCCTCCAGCCCACGGGACACGGCGCTGGCTGCCGTTATCTGCAG 
520 530 540 550 560 570 

640 650 660 670 680 690 

A tm4 7 TGCTCTGGCCACGGTGCTGCTCGCCCTGCTCATCCTGTGTGTCATCTACTGCAAGAGGCA 



•••••• 



CGCTCTGGCCACCGTCCTGCTGGCCCTGCTCATCCCCTGTGTCATCTATTGTAAGAGACA 
580 590 600 610 620 630 



Fig. 16F 
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700 710 720 730 740 750 

A tm4 7 GTTCATGGAGAAGAAACCCAGCTGTAAGCTCCCATCCCTCTGTCTCACTGTGAAGTGAGC 



• • • • 



GTTTATGGAGAAGAAACCCAGCTGGTCTCTGCGGTCACA - GGACATTCAGTACAACG - GC 
640 650 660 670 680 

760 770 780 790 800 810 

Atm4 7 TTGTTAGCATT - GTCACCCAAGAGTTCTCAAGACACCT - GGCTGAGACCTAAGA - CCTTT 

* •••• • • • • • • • » w • • • • • •••••• 

• • •••• • •• ••• • • v • ••••• •• •••• ••• ••• 

TC-TGAGCTGTCGTGTCTTGACAGACCTCAG- - CTCCACGAATATGCCCACAGAGCCT - - 
690 700 710 720 730 740 



Fig. 16G 
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AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN 1 M 

32/68 



820 830 840 850 860 870 

Atm4 7 AGAGCATCAACAGCTACTTAGAATACAAGATGCAGGAAAACGAGCCTCTTCAGGAATCTC 

• • •• •• • • ••••• ••••• 

• • • • • ••• • * ••• • • •••••••• •••••••• * * • s s 

- - -GCTGCCAGTGCCGCCGTGA CTCAGTGCAGACCTGCGGGCCGGTGC - GCTTGCTC 

750 760 770 780 790 

880 890 900 910 920 930 

A tm4 7 AGGGCCTCCTAGGGATGCTGGCAAGGCTGTGATGTCTCAAGGCTACCAGGAAAAAATAAA 

•••• •••••• • • « • ••••• • *•• • • 

• •••••• • ••••• • • • • • ••• • •••• • ••••• 

C CATCGATGTGCTG- TGAGGAG6CC - TGCAGCCCCAA- - C - - CCGGCGACTCTTGGT 

800 810 820 830 840 



Fig. 16H 
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940 950 960 970 980 

A tm4 7 AGTTGTCTATACCCTAAAAAAAAAAAAAAAAAAAAAAAAACATGC - - GGCCGC 



TGTGGGGTGCATTCTGCAGCCAGTCTTCAGGCAAGAAACGCAGGCCCAGCCGGGGAGATG 
850 860 870 880 890 900 

GTGCCGACTTTCTTCGGATCCCTCACGCAGTCCATCTGTGGCGAGTTTTCAGATGCCTGG 
910 920 930 940 950 960 



Fig. 161 
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GAATTTOGfcA^^ 79 

QGA(TIX3CCAGGAGC^ 158 

TCCTXXCTAACfcAC^^ 237 

MPASSPFLLAP 11 

CTTGAAACX3*C!AOT ATG CCA GCC TCA TCT CCT TTC TTG CTA QCC CCC 305 

KGPPGNMGGPVREPALSVAL 31 

AAA GGG OCT CCA GGC AAC ATG GGG GGC CCA GTC AGA GAG CCG GCA CTC TCA GIT GCC CTC 365 

WLSWGAALGAVACAMALLTQ 51 

TOG TIG ACT TGG GGG GCA GCT CTG GGG GCC CTG GCT TCT GCC ATG GCT CTG CTG ACC CAA 425 

QTELQSLRREVSRLQGTGGP 71 

CAA ACA GAG CTG CAG AGC CTC AGG AGA GAG GIG AGC OGG CTG CAG GGG ACA GGA GGC CCC 485 

SQNGEGYPWQSLPEQSSDAL 91 

TCC CAG AAT GGG GAA GGG TAT CCC TGG CAG ACT CTC COG GAG CAG ACT TCC GAT GCC CTG 545 

EAWENGERSRKRRAVLTQKQ 111 

GAA GCC TGG GAG AAT GGG GAG AGA TCC CGG AAA AGG AGA GCA CTG CTC ACC CAA AAA CAG 605 

KKQH SVLHLVPINATSKDDS 131 

AAG AAG CAG CAC TCT GTC CTG CAC CTG CTT CCC ATT AAC GCC ACC TCC AAG GAT GAC TCC 665 

DVTEVMWQPALRRGRGLQAQ 151 

GAT CTG ACA GAG CTG ATG TGG CAA CCA GCT CTT AGG CCT GGG AGA GGC CTA CAG GCC CAA 725 

GYGVRIQDAGVYLLYSQVLF 171 

GGA TAT GCT CTC CGA ATC CAG GAT GCT GGA GIT TAT CTG CTG TAT AGC CAG CTC CTG TTT 785 

QDVTFTMGQVVSREGQGRQE 191 

CAA GAC CTG ACT TTC ACC ATG GCT CAG GIG GIG TCT CGA GAA GGC CAA GGA AGG CAG GAG 845 

TLFRCIRSMPSHPDRAYNSC 211 

ACT CTA TTC CGA TCT ATA AGA ACT ATG CCC TCC CAC COG GAC CGG GCC TAC AAC AGC TGC 905 

YSAGVFHLHQGDILSVIIPR 231 

TAT AGC GCA GCT GTC TTC CAT TTA CAC CAA GGG GAT ATT CTG ACT CTC ATA ATT CCC CGG 965 

ARAKLNLSPHGTFLGFVKL* 251 

GCA AGG GOG AAA CTT AAC CTC TCT OCA CAT GGA ACC TTC CTG GGG TTT GIG AAA CTG TGA 1025 

TTCTGTTATAAAAAGTGGCT^ 1104 

AGGAGAGGGAATCTCCAO 1183 

OCXXTAGACTTTGATTTTAOGGATAT^ 1262 

GaSGGGGAOGGGOXXaGGC^^ 1341 

GOCGC 13 46 
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T118 pileup.msf MSF: 286 
1913 . . 

Name: Trash Len: 286 Check: 7 625 
Name: TNF Len: 286 Check: 5421 
Name: tweak Len: 2 86 Check: 8867 
// 

1 60 
TRASH MPASSPFL. . . LAPKGPPGNMGGPVREPALSVALWLSWGAALGAVACAMALLTQQTELQS 

TNF MSTESMIRDVELAEEALPKKTGGP . . . QGSRRCLFLSLFSFL IVAGATTLFC 

tweak MAARR SQRRRGRRGEPGTALLVPLALGLGL A LAC . LGLLLAWS LGS 



Weight: 1.00 
Weight: 1.00 
Weight: 1.00 



61 120 
TRASH LRREVSRLQ . GTGGP S QNGEG YP WQ . SLPEQSSDALEAWENGERSRKRRAVLTQKQKKQH 

TNF L LHFGVIGPQR . . EEFPRDLSLISPLAQAV RSSSRTP SDK 

tweak . RASLSAQEPAQEELVAEEDQDPSELNPQTEESQDPAPFLNRLVRPRRSAPKGRKTRARR 

121 180 

TRASH SV LHLVP INATSKDDSDVTEVMWQPALRRGRGLQAQGYGVR IQDAGVYLL 

TNF PV AHWANPQAE GQLQWLN . . RRANALLANGVELRDNQLWPSEGLYLI 

tweak AIAAHYEVHPRPGQDGAQAGVDGTVSGWEEA . . RINS S S PLRYNRQ I GEF I VTRAGL YYL 

181 240 

TRASH YSQVLFQDVTFTMGQWSREGQGRQETLFR CIRSMPSHPDRA . 

TNF YSQVLFKGQGCPSTHVLLTHTISRIAVSYQTKVNLL . . SAIKSPCQRETPEGAEAK . . PW 
tweak YCQVHFDEG KAVYL . KLDLLVDGVLALRCLEEFSATAASSLGPQ 



241 

TRASH YNSCYSAGVFHLHQGDILSV . IIPRARAKLNLSPHG . TFLGFVKL . 

TNF YEP I YLGGVFQLEKGDRLS A . EINRPDY . LDFAESGQVYFGIIAL . 
tweak LRL CQ VS GLLAL RP GS S LR I RTLP WAHLK AAP FLT YFGLFQ VH 



286 



Fig. 18 
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CTCGACCCAC GCGTCCGGCA GGATGTTTGC AGTGTCGOGC CCAGGGCTCT GAGACTGAGC 60 

CIGCCATCCA CTCGCACGCC TTTCTTTCAG GGCTTTTCGG CTC7ITGGCTA CACTGATGTG 120 

ACCCXXXTTCC CTTTTTGGA ATG ATG GGG ATC TTT TTG GTG TAT CTT GGA TTT 172 

Met Met Gly lie Phe Leu Val Tyr Val Gly Phe 
15 10 

GTT TTC TTT TCC CTT TTA TAT CTA CAA CAA GGG CTT TCT TCT CAA GCA 220 
Val Phe Phe Ser Val Leu Tyr Val Gin Gin Gly Leu Ser Ser Gin Ala 
15 20 25 

AAA TTT ACC GAG TTT CCG CGG AAC GTG ACG GCG ACC GAG GGG CAG AAT 268 
Lys Phe Thr Glu Phe Pro Arg Asn Val Thr Ala Thr Glu Gly Gin Asn 
30 35 40 

GTG GAG ATG TCC TGC GCC TTC CAG AGC GGC TCC GCC TCG GTG TAT CTG 316 
Val Glu Met Ser Cys Ala Phe Gin Ser Gly Ser Ala Ser Val Tyr Leu 
45 50 55 

GAG ATC CAA TGG TGG TTC CTG CGG GGG CCG GAG GAC CTG GAT CCC GGG 364 
Glu lie Gin Trp Tip Phe Leu Arg Gly Pro Glu Asp Leu Asp Pro Gly 
60 65 70 75 

GCC GAG GGG GCC GGC GCG CAG CTG GAG CTC TTG CCC GAC AGA GAC CCG 412 
Ala Glu Gly Ala Gly Ala Gin Val Glu Leu Leu Pro Asp Arg Asp Pro 

80 85 90 

GAC AGC GAC GGG ACC AAG ATC AGC ACA CTG AAA CTC CAA GGC AAT GAC 460 
Asp Ser Asp Gly Thr Lys He Ser Thr Val Lys Val Gin Gly Asn Asp 
95 100 105 

ATC TCC CAC AAG CTT CAG ATT TCC AAA GTG AGG AAA AAG GAT GAA GGC 508 
He Ser His Lys Leu Gin lie Ser Lys Val Arg Lys Lys Asp Glu Gly 
110 115 ~ 120 

TTA TAT GAG TGC AGG GTG ACT GAT GCC AAC TAC GGG GAG CTT CAG GAA 556 
Leu Tyr Glu Cys Arg Val Thr Asp Ala Asn Tyr Gly Glu Leu Gin Glu 
125 130 135 

CAC AAG GCC CAG GCC TAT CTG AAA GTC AAT GCC AAC AGC CAT GCC CGC 604 
His Lys Ala Gin Ala Tyr Leu Lys Val Asn Ala Asn Ser His Ala Arg 
140 145 150 155 

AGA ATG CAG GCC TTC GAA GCC TCG CCC ATG TGG CTG CAG GAT ATG AAG 652 
Arg Met Gin Ala Phe Glu Ala Ser Pro Met Trp Leu Gin Asp Met Lys 
160 165 170 

CCC CGC AAG AAC CTC TCC GCA GCC ATC CCC AGC AGC ATC CAT GGC TCT 700 
Pro Arg Lys Asn Val Ser Ala Ala He Pro Ser Ser He His Gly Ser 
175 180 185 

GCC AAC CAA CGA ACG CAC TCC ACC TCC AGC CCT CAA GTG CTA GCC AAA 748 
Ala Asn Gin Arg Thr His Ser Thr Ser Ser Pro Gin Val Val Ala Lys 
190 195 200 



Fig. 19A 
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ATC CCC AAA CAA ACT CCA CAA TCA GCT ATG GAA ACC CAT TTC GAG CCT 796 
lie Pro Lys Gin Ser Pro Gin Ser Gly Met Glu Thr His Phe Glu Pro 
205 210 215 

TTT ATT TTA CCA CTC ACA AAC GCT CCA CAG AAA GCT CAG TCG TAT AGA 844 
Phe lie Leu Pro Leu Thr Asn Ala Pro Gin Lys Gly Gin Ser Tyr Arg 
220 225 230 235 

GTA GAC AGA TTT ATG AAT GCT GAT TTT TAAAATCGGA GACCTACTTC 891 
Val Asp Arg Phe Met Asn Gly Asp Phe 
240 

ACTGCAACTG ATTATGAGAG CTGAGCACTG AGCCTGCACC AATTCACTCA GAGCTCAAAG 951 
CATCTGGCTG C^CCCX33TCA CTCCCCTACT GGTGCTTCAT TTCCAGGGCA TCTGAGAGCT 1011 
GGACTCTGCT TTTTATCCTT TCTCTATTTA CACATTATAA GAACAATAAA TCATCTAATG 1071 
TTGGTTACAT TACAAAAAAA AAAAAAAAAA AAAAAAAAGG GCGGCCGC 1119 



Fig. 19B 
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CACGCOTCCG CAGCCAGCCG GCGGCGGAGA CACTTCACGG CGTGGCAACC CGGCTCTCTG 60 

CCTTGAAGCC TCCGGATCGC AGCCAGCTCG GTCCATCCCT CACTACTCGC AATCCCCTGT 120 

GTCCAAGCTA CTCTTTGCTA TGAGCGGCAG CATGCCTGCA GTATCGCGCC CCAGGCTCTG 180 

AGAGCAGCCT GCGGACACGC TTGCCTATCT GTCTTTTTAG GTTTTGGGGC TCTGGGCTAC 240 

ACGGATGTGC CCCACTCCCT TGGCATG ATG GGG ATC TTT TTG GCG TCT GTT 291 

Met Gly lie Phe Leu Ala Ser Val 
1 5 

GGA TTT ATG TTC TTT TCC GTG TTA TAT GTA CAA CAA GGG CTT TCT TCT 339 
Gly Phe Met Phe Phe Ser Val Leu Tyr Val Gin Gin Gly Leu Ser Ser 
10 15 20 

CAA GCA AAA TTT ACC GAG TTG CCG AGA AAT GTG ACT GCT ACC GAA GGG 387 
Gin Ala Lys Phe Thr Glu Leu Pro Arg Asn Val Thr Ala Thr Glu Gly 
25 30 35 40 

CAA AAT GTG GAG ATG TCC TGT GCT TTC CAA AGC GGC TCT GCT TCA GTG 435 
Gin Asn Val Glu Met Ser Cys Ala Phe Gin Ser Gly Ser Ala Ser Val 

45 50 55 

TAC CTG GAG ATC CAG TGG TGG TTC CTT CGG GGG CCA GAG GAC CTG GAG 483 
Tyr Leu Glu lie Gin Trp Trp Phe Leu Arg Gly Pro Glu Asp Leu Glu 
60 65 70 

CAA GGC ACG GAG GCT GCA GGC TCG CAG GTG GAG CTC TTA CCC GAC AGA 531 
Gin Gly Thr Glu Ala Ala Gly Ser Gin Val Glu Leu Leu Pro Asp Arg 
75 80 85 

GAC CCG GAC AAC GAT GGG ACC AAG ATT AGT ACA GTG AAA GTC CAA GGC 579 
Asp Pro Asp Asn Asp Gly Thr Lys lie Ser Thr Val Lys Val Gin Gly 
90 95 100 

AAT GAT ATC TCC CAC AAG CTT CAG ATA TCC AAA GTG AGA AAA AAG GAT 627 
Asn Asp lie Ser His Lys Leu Gin lie Ser Lys Val Arg Lys Lys Asp 
105 110 115 120 

GAA GGT TTA TAC GAG TGC AGG GTG ACT GAC GCT AAC TAC GGG GAG CTT 675 
Glu Gly Leu Tyr Glu Cys Arg Val Thr Asp Ala Asn Tyr Gly Glu Leu 

125 130 135 

CAG GAA CAC AAG GCC CAG GCC TAT CTG AAA GTC AAT GCC AAC AGC CAT 723 
Gin Glu His Lys Ala Gin Ala Tyr Leu Lys Val Asn Ala Asn Ser His 
140 145 150 

GCT CGG AGG ATG CAG GCC TTT GAA GCC TCA CCT ATG TGG CTG CAA GAC 771 
Ala Arg Arg Met Gin Ala Phe Glu Ala Ser Pro Met Trp Leu Gin Asp 
155 160 165 

ACG AAG CCT CGA AAG AAC GCA TCA TCG CTG GTT CCC AGC AGC GTC CAC 819 
Thr Lys Pro Arg Lys Asn Ala Ser Ser Val Val Pro Ser Ser Val His 
170 175 180 



Fig. 20A 
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AAC TCT GCC AAC CAA CGA ATG CAC TCC ACC TCC AGC CCT CAA GCG GTA 867 
Asn Ser Ala Asn Gin Arg Met His Ser Thr Ser Ser Pro Gin Ala Val 
185 190 195 200 

GCC AAA ATC CCC AAG CAA AGT CCA CAA TCA GCA AAG AGC AAA TCG CCT 915 
Ala Lys lie Pro Lys Gin Ser Pro Gin Ser Ala Lys Ser Lys Ser Pro 
205 210 215 

GTA AAA TCT ACG GAG CGG ACA GCA AAG TTG ACC CTA TAC TCC AAG CAC 963 
Val Lys Ser Thr Glu Arg Thr Ala Lys Leu Thr Leu Tyr Ser Lys His 
220 225 230 

CAT TCT GCA CCC CTG TAC TCT AGT TAT CTA CAC AAG GAG CAT CAG CTT 1011 
His Ser Ala Pro Leu Tyr Ser Ser Tyr Leu His Lys Glu His Gin Leu 
235 240 245 

CCG GAA GCA TAAGTGAAGA CACTGTCACA CGCTTTATTG ATAATATTTT 1060 
Pro Glu Ala 
250 



CTTTGGGAAG TTGCTGATCT 


TTTATTTCAA 


GAGAATTAAT 


GGGAAGAGAT AGGACATTTT 


1120 


CCAATTACAA 


GACCAATTTT 


TTTCCTTTTA 


TTTCAACAAA 


TAAAACCTGC ATTTCACTGA 


1180 


CTGCTCAGGA GTTGGCCTGA ATGACATCAG 


TATACTAAAT 


ATTTCCATGG ATTCCACCAA 


1240 


TTTCCTAACG AGGGACACCT 


AATCTTCAAG 


AAGCAAACAA 


AGATGGAAAA CCTAAGAACC 


1300 


ACAAACTGTC 


TCATACAGCA 


CCCCAGCTGA 


GGAACAAAAC 


AAATAGCTAA ATGCTGACCA 


1360 


TGGCAAATCA ACATCAGACA 


ACTTTATTTT 


ACATATGGAA 


TAATCAAAGA AAGTlTOTr 


1420 


TTTACTTCCT 


TTTTGCCCCC 


TGGAATTTAT 


CTTGGACTTT 


CCCTTTTTTC CTTGATTGCC 


1480 


GTTTTCGTTC AATGGTAGCA AGTGCCAATT 


ATGGCCAATC 


CTTGTCAATC CTGGAAGGTT 


1540 


TATATTCATA 


TACATTGAGT 


GTGGTATATA 


TCAATCTATT 


TTAATTCATT TGGCAATTTC 


1600 


TGTATAGGCA 


AACCTGGCAA 


ATTCTGTAAA 


TTGCTTATAG 


TATGTGTGAT ATGACTTCAA 


1660 


GGTAGATAGG 


CTATGATGCT 


CATGCAAGCT 


GACTTTCTTC 


ATTCTATATA CAAATATATT 


1720 


CATGAGCATA 


TATTAGGCCA 


CCAACTTCTT 


TTCCTAAAGA 


ATTATTTTTC ATTTGTACCT 


1780 


CATGTATTTT 


GTGAATTTTG 


TAGTATATTT 


CTCTGTTCCA 


CTAGTTTGAC CGCTACAGTT 


1840 


TGTCTCTGTT 


GTCCTCTACT 


TCCTTCTGGA 


AAAATTTAAA 


ATTGTGTATG TCTCTGATAA 


1900 


ATGAATTAAT 


TTTGTTGTCT 


GTATGCTATG 


TTGGAATTTG 


CTGTGTTCTT TTAAACATGT 


1960 


ATTTATTAAG 


GTTTGGGGAT 


CTTGAGTTGA 


CTCTGAAGAA 


TGCACACCTG CTTTTTGACA 


2020 


GAGTTCCTCA 


TCTTACCAAT 


ATTCTATCTC 


AGAGAAAGAA 


AGACACCAAG TGGGAAAACT 


2080 


AAGAAGACAT 


TTTGACTTCC 


CAAGATCCTG 


GAAGAGCACT 


TCACACTCTG ACTAAATAAT 


2140 


GTTGCTTTTT 


TTGTTCTTCA 


AGAcrrrrrr 


GTAGCTTTGT 


CTTTCTGTTA GTTGCTGCTA 


2200 


ATTATATTTT AATGTCTACT AATTAAAAAT 


TAAAATGTGA 


TTGTTGGCTG AATACAATAT 


2260 



Fig. 20B 
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GCAAATGACT GCAAAGCCCA TACTGAAGAA AATAGATGTT TAATCTTCAC TCAATAATTA 
TAATTTTAAA TAGTTCATCA TTATTTTTTG ACCTTATGAT ATTTTCTTTA GACCTGTTCT 
AATTACATCT TTCTCTGGCA AAGAAAGATA GAACAATCAA TACATTCCCT CTTACACTAT 
GGAATGGTTG TGGCTTAAGA AAGAATGCAT CCAGATGGTC TTCCAGAGAG ATTATTTTAT 
TTTCATTATA AAACCAGAAA CCATATATGT AGGAATGGTT CATTCCTAAT GTAAGGCCAT 
AAATTCTAGC TTGAAGGCAA GGAATACATT TGTTTTTTTA TGCTAAAGGA CTGGCCTCTG 
ACATGCACTT ATAAGCAATG TGAATATTTT CATAATATGC TTGACATTCT CCTTTAACAA 
ATATTGTTTT ATGGTAAATC TTTCCTTGCC ATTTTTCTTC TTTCATTTGA TTCATTATTT 
CATTCTAATG AAGAAAATAA AGCTTTAATT ATGATACTTT ATTAACATAC AAATGTATTT 
TCTTTCTAAG TTAAATATCT GAAACTTGTA TAAAATGATG GTAGAGAAAT ATTACTCATT 
CGGTTTCTTT GAGCTTTAAG AATCCCATAC ATTGCACTAT ATATTAGAAT ACTGATTTAA 
CATCAAACTG GGGGGGAAAA TCATGTATTA TACTTTTACT CAATGTCTAG GTAATGGATT 
CAGCTAATTT TACAGCAAGC CAAATCTCTA CCCGTATCAG TAATGTTCAC CATGCTTGTA 
ATAAAAGGGC ATATGCTAGT TTTGGAAGAA TGCTCATTAG ATTCATTGTA TCAGTGTCCA 
AAATAATAAA GACCTGTTTA TCACTOTGAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA 
AAAAAAAAAA AAAAAAAAAA AAAAAAGGGC GGCCGC 



2320 
2380 
2440 
2500 
2560 
2620 
2680 
2740 
2800 
2860 
2920 
2980 
3040 
3100 
3160 
3196 
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>_ hT122 244 aa vs. 

>_ mT122 251 aa 

scoring matrix: , gap penalties: -12/-2 
77.4% identity; Global alignment score: 1236 

10 20 30 40 *50 60 

hT12 2 MMGIFLVYVGFVFFSVLYVQQGLSSQAKFTEF 

• .... ... ................... ..•.....«......«...••»»»*«** 

• ..... ................................ ■•••!«»*it!*»ti!iaii 

mT12 2 M- GI FLAS VGFMFFSVLYVQQGLS SQAKFTELPRNVTATE GQNVEMSGAFQSGS AS VYLE 

10 20 30 40 * 50 

70 80 90 100 110 120 

hT122 IQWWFLRGPEDLDPGAEGAGAQVELLPDRDPDS 

. . .. ........... ........................... 

••••••••••••• 

mT122 IQWWFLRGPEDLEQGTEAAGSQVELLPDRDPDNDGTKI STVKVQGNDI SHKLQ I SKVRKK 
60 70 80 90 100 110 

*130 140 150 160 170 180 

hT12 2 DEGLYECRVTDAI^GELQEHKAQAYIjKVNANSHARRMQAFE 

........*.«....«...»••......«*.*..........»..•••• ..... . 

............ ........................*....••.....« .......... 

mT12 2 DEGLYECRV TDANYGELQEHKAQAYIJCVNANSHARRMQAFEASPMW 

120 * 130 140 150 160 170 

190 200 210 220 230 
hT122 PSSIHGSANQRTHSTSSPQWAKIPKQSPQSG METHFEPFILPLTNAPQKG Q 



mT122 PSSVHNSANQRMHSTSSPQAVAKIPKQSPQSAKSKSPVKSTERTAKLTLYSKHHSAPLYS 
180 190 200 210 220 230 

240 

hT122 SYRVDRFMNGDF 



mT122 SYLHKEHQLPEA 
240 250 



Elapsed time: 0:00:00 

Fig. 21 
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79 

GCCXXSfcCCO^^ 158 

MCSRVPLLLPLLLLLALGP 19 

G ATG TGC TCC AGG GTC CCT CTG CTG CTG CCG CTG CTC CPG CTA CTG GCC CTG GGG CCT 216 

GVQGCPSGCQCSQPQTVFCT 39 

GGG CTG CAG GGC TGC CCA TCC GGC TGC CAG TGC AGC CAG CCA CAG ACA GTC TTC TGC ACT 276 

ARQGTTVPRDVPPDTVGLYV 59 

GCC OGC CAG GGG ACC AOG GTG CCC CGA GAC CTG CCA CCC GAC ACG GTG GGG CTG TAC CTC 336 

FENGITMLDAGSFAGLPGLQ 79 

TTT GAG AAC GGC ATC ACC ATG CTC GAC GCA GGC AGC TTT GCC GGC CTG COG GGC CTG CAG 396 

LLDLSQNQIASLPSGVFQPL 99 

CTC CTG GAC CTG TCA CAG AAC CAG ATC GCC AGC CTG CCC AGC GGG GTC TTC CAG CCA CTC 456 

ANLSNLDLTANRLHEITNET 119 

GCC AAC CTC AGC AAC CTG GAC CTG ACG GCC AAC AGG CTG CAT GAA ATC ACC AAT GAG ACC 516 



FRGLRRLERLYLGKNRIRHI 139 
TTC OCT GGC CTG OGG CGC CTC GAG CGC CTC TAC CTG GGC AAG AAC CGC ATC CGC CAC ATC 576 



Fig. 22A 
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QPGAFDTLDRLLELKLQDNE 159 

CAG CCT GCT GCC TTC GAC ACG CTC GAC CGC CTC CTG GAG CTC AAG CTG CAG GAC AAC GAG 636 

LRALPPLRLPRLLLLDLSHN 179 

CTG CGG GCA CTG CCC COG CTG CGC CTG CCC CGC CTG CTG CTG CTG GAC CTC AGC CAC AAC 696 

SLLALEPGILDTANVEALRL 199 

AGC CTC CTG GCC CTG GAG CCC GGC ATC CTG GAC ACT GCC AAC GTG GAG GOG CTG CGG CTG 756 

AG LGLQQLDEGLFSRLRNLH 219 

GCT GCT CTG GGG CTG CAG CAG CTG GAC GAG GGG CTC TTC AGC CGC TTG CGC AAC CTC CAC 816 

DLDVSDNQLERVPPVIRGLR 239 

GAC CTG GAT CTG TCC GAC AAC CAG CTG GAG CGA GTG CCA CCT CTG ATC CGA GGC CTC CGG 876 

GLTRLRLAGNTRIAQLRPED 259 

GGC CTG ACG CGC CTG CGG CTG GCC GGC AAC ACC CGC ATT GCC CAG CTG CGG CCC GAG GAC 936 

LAGLAALQELDVSNLSLQAL 279 

CTG GCC GGC CTG GCT GCC CTG CAG GAG CTG GAT GTG AGC AAC CTA AGC CTG CAG GCC CTG 996 

PGDLSGLFPRLRLLAAARNP 299 

OCT GGC GAC CTC TOG GGC CTC TTC CCC CGC CTG CGG CTG CTG GCA GCT GCC CGC AAC CCC 1056 

FNCVCPLSWFGPWVRESHVT 319 

TTC AAC TGC GTG TGC CCC CTG AGC TGG TTT GGC CCC TGG CTG CGC GAG AGC CAC CTC ACA 1116 
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LASPEETRCHFPPKNAGRLL 339 

CTG GCC AGC CCT GAG GAG ACG CGC TGC CAC TTC CCG CCC AAG AAC GCT GGC OGG CTG CTC 1176 

LELDYADFGCPATTTTATV P 359 

CTG GAG CTT GAC TAC GCC GAC TIT GGC TGC CCA GCC ACC ACC ACC ACA GCC ACA GTG CCC 1236 

TTRPVVREPTALSSSLAPTW 379 

ACC ACG AGG CCC GTG GTG OGG GAG CCC ACA GCC TTG TCT TCT AGC TTG GCT CCT ACC TGG 1296 

LSPTAPATEAPSPPSTAPPT 399 

CTT AGC CCC ACA GOG COG GCC ACT GAG GCC CCC AGC CCG CCC TCC ACT GCC OCA COG ACT 1356 

VGPVPQPQDCPPSTCLNGGT 419 

CTA GGG OCT GTC CCC CAG CCC CAG GAC TGC CCA COG TCC ACC TGC CTC AAT GGG GGC ACA 1416 

CHLGTRHHLACLCPEGFTGL 439 

TGC CAC CTG GGG ACA CGG CAC CAC CTG GOG TGC TTG TGC CCC GAA GGC TTC ACG GGC CTG 1476 

YCESQMGQGTRPSPTPVTPR 459 

TAC TGT GAG AGC CAG ATG GGG CAG GGG ACA CGG CCC AGC CCT ACA OCA GTC ACG COG AGG 1536 

PPRSLTLGIEPVSPTSLRVG 479 

CCA CCA OGG TCC CTG ACC CTG GGC ATC GAG COG GTG AGC CCC ACC TCC CTG CGC GTG GGG 1596 

LQRYLQGSSVQLRSLRLTYR 499 

CTG CAG CGC TAC CTC CAG GGG AGO TCC GTG CAG CTC AGG AGO CTC OCT CTC ACC TAT CGC 1656 
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NLSGPDKRLVTLRLPASLAE 519 

AAC CTA TOG GGC CCT GAT AAG OGG CTG GTG ACG CTG CGA CTG CCT GCC TCG CTC GCT GAG 1716 

YTVTQLRPNATYSVCVMPLG 539 

TAC ACG GTC ACC CAG CTG CGG CCC AAC GCC ACT TAC TCC CTC TGT CTC ATG CCT TTG GGG 1776 

PGRVPEGEEACGEAHTPPAV 559 

CCC GGG CGG GTG CCG GAG GGC GAG GAG GCC TGC GGG GAG GCC CAT ACA CCC CCA GCC CTC 1836 

HSNHAPVTQAREGNLPLLIA 579 

CAC TCC AAC CAC GCC CCA GTC ACC CAG GCC CGC GAG GGC AAC CTG CCG CTC CTC ATT GCG 1896 

PALAAVL LAALAAVGAAYCV 599 

CCC GCC CTG GCC GOG GTG CTC CTG GCC GOG CTG GCT GOG GTG GGG GCA GCC TAC TGT CTG 1956 

RRGRAMAAAAQDKGQVGPGA 619 

OGG OGG GGG OGG GCC ATG GCA GCA GOG GCT CAG GAC AAA GGG CAG GTG GGG OCA GGG GCT 2016 

GPLELEGVKVPLEPGPKATE 639 

GGG CCC CTG GAA CTG GAG GGA GTG AAG CTC CCC TTG GAG CCA GGC COG AAG GCA ACA GAG 2076 

GGGEALPSGSECEVPLMGFP 659 

GGC GCT GGA GAG GCC CTG CCC AGC GGG TCT GAG TCT GAG GTG CCA CTC ATG GGC TTC CCA 2136 

GPGLQSPLHAKPYI * 674 

GGG CCT GGC CTC CAG TCA CCC CTC CAC GCA AAG CCC TAC ATC TAA 2181 



Fig. 22D 
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AGTITCTCACTCCXIAAC^ 2339 
GTCTCCJX^TCI^^ 2418 
CCGCCXTreCO^^ 2497 



GCreTGIX^CTCT^ 2655 
TGCITITITAAAATATATATATATTTATAAGAGAT^ 2734 
AAGG&CTTIX3GTTTTTCT 2813 
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2260 




2576 



AAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGGOGGCCGC 



2852 




Applicant: Holtzman, Douglas A. et al. 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN 1 M 

47/68 



1 60 

LRSG- 1 MCSRVPLLLPTiTiTiTiTi ALGP - GVQG CPSGCQCS QPQTVFC 

GPV M- LRGTLLCAVLGLLR AQPFPCPPACKCVFRDAAQ C 

IGFBP MALRKGGLALALLLLSWVAI^ 

61 120 
LRSG- 1 TARQGTTVPR - DVP PDTVGLYVFENGI TMLDAGS FAGLP GLQLLDLSQNQIASLPSGVFQ 

GPV SGGDVARISALGLP TNLTRILLFGMGRGVLQSQSFS 

IGFBP SSRNLTRLPD-GIPGGTQALF^Sfl^^ 

121 180 
LRSG- 1 PLANLSNLDLTANRLHEITNETFRGLRRLEtt 
GPV GMTVLQRLmSDSHISAVAPGTFSDLIKIJCI^ 
IGFBP GLENLCHLHLERNQLRSLAVGTFAYTPA^ 

181 240 

LRSG- 1 NELRALPPLRLPRLLLLD LSHNSLLALEPGILDT - ANVEALRZiAGLGLQQLDEGLFS 

GPV NALRGII^NMFQKLVNLQELALNQNQLDFLPASL 
IGFBP NSIAVLPDAAFRGLGGIJIELVLAGNKI^ 

241 300 
LRSG- 1 RLRNLHDLDVSDNQLERVPP-VIRGLRGLTRLRIjAGN^ 
GPV AQAKLERLLIJISNRLVSLDSGLLNSLGALTELQFH-RNH 

IGFBP QLPRLQKLYLDRNLIAAVAPGAFLGLKALRWLDLS -HNRVAGLLEDTFPGLLGLRVLRLS 



301 360 
LRSG- 1 NLSLQALPGDLSGLFPRLRLLAAARNPFNCV CPLSWFGPW7KE SHVTLAS P EETRCHFP P 

GPV RNHLAFLPSALFLHSHNLTLLTLFENPLAEL - PGVLFGEMGGLQELWL NRTQL- - 

IGFBP HNAIASLRPRTFEDLHFLEELQLGHNRIRQL -AERSFEGLGQLEVLTL DHNQLQE 



Fig. 23A 
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LRSG-1 

GPV 

IGFBP 



LRSG-1 

GPV 

IGFBP 



361 420 
KNAGRLL- - LELD YADFG - - CPATTTTATVPTTRPVVREPTALS S SLAPTWLS PTA - PAT 
RTLPAAAFRNLSRLRYLGVTL 

VKVGAFL&LTNVAVML^ - GSCLGR - - IRPHTFAGL 

421 * * * * * *480 

EAPSPPSTAPPTVGPVPQPQD CPPSTCUSIGGTCHIjG TRHHLACLCPEGFTGLYC ES - 

GELQVLALHSNGLTALPDGL LRGLGKLJZQVSLRRNRLRALPRALFRNLSSLES 

SGLRRLFLKDNGLVGIEEQS 



481 540 
LRSG-1 -QMGQGTRPS - PTPVTPRPPRSLTLGIEPVSPTSLRVGI^R 

GPV VQLDHNQLETLPGDVFGALPRL TEVLLGHNSWRCDCG - LGP FLG WLR - QHLGL 

IGFBP LLLSHNRLAELPADALGPWRAFWLDV RLR - - YLNL 

541 600 
LRSG- 1 SGPDKRLVTLRLPASLAEYTVTQLRPNATYSVCVMP 

GPV VGGEEPPRCAG- PGAHAGLPLWALPGGD- -AECPGPRGPPPRPAADSSSEAPVHPALAPN 
IGFBP R - -NNSLRTFT- PQPPGLERLW-LEGNP - - WDCSCPLKALRDFALQNPSAVPR 

601 660 
LRSG- 1 NHAP VTQAREGNL PLL IAPALAAVLLAALAAVGAAYCV^ 

GPV S S E PWVWAQ PVTTGKGQDHS PFWGFYFLLLAVQAM I TV I IVFAMIK 

IGFBP FVQAI CEG - DDCQPPVYTYNNI TCAS P PEVAGLDL 

661 718 
LRSG- 1 GPGAGPLELEGVKVPLEPGPKATEGGGEALPSGSECEVPLMGFPGPGL^ 

GPV IGQLFRKLIRER-ALG 

IGFBP RDLGEAHFAPC 



Fig. 
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CTCX^CCCACGCXSIXX^^ 79 

GG&TCCCGGGACX^^ 158 

MHSRSCLPPL 10 

CIX3GCIXXriTC^^^ ATG CAC TCC AGG AGC TGC CTG CCA CCT CTC 226 

LLLLLVLLGSGVQGCPSGCQ 30 

CTG TTG TTG CTT CTG CTG CTC CTG GGG TCT GGA CTA CAG GGT TGC CCA TCA GGC TGC CAG 286 

CNQPQTVFCTARQGTTVPRD 50 

TGC AAC CAG CCA CAG ACA GTC TTC TGC ACT GCC CGT CAG GGA ACC ACA CTG CCC CGA GAC 346 

VPPDTVGLYIFENGITTLDV 70 

GTG CCA CCT GAC ACA CTG GGC CTG TAC ATC TTT GAG AAC GGC ATC ACG ACA CTT GAT CTG 406 

GCFAGLPGLQLLDLSQNQIT 90 

GGC TCT TTT GCT GGC CTT CCG GGC CTG CAG CTT CTG GAC TTG TCA CAG AAC CAG ATC ACT 466 

SLPGGI FQPLVNLSNLDLTA 110 

AGC CTG CCC GGG GGC ATC TTT CAG CCA CIT CTT AAC CTC ACT AAC CTG GAC CTG ACT GCC 526 

NKLHEI SNETFRGLRRLERL 130 

AAC AAA CTG CAC GAG ATC TCC AAC GAG ACC TTC CCT GGC CTG CGG CGC CTG GAG OGC CTC 586 

YLGKNRIRHIQPGAFDALDR 150 

TAC CTG GGC AAG AAC CGA ATT CGC CAC ATC CAA COG GCT GCC TTC GAC GOG CTT GAT OGC 646 



Fig. 24A 
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LLELKLPDNELRVLPPLHLP 170 

CTC CTG GAG CTC AAG CTG CCA GAC AAT GAG CTT CGG GTG TTG CCC CCA TTG CAC TTG CCC 706 

RLLLLDLSHNSIPALEAGIL 190 

CGC CTG CTG CTG CTT GAC CTC AGC CAC AAC AGC ATC CCA GCC CTG GAA GCC GGA ATA CTG 766 

DTANVEALRLAGLGLRQLDE 210 

GAT ACC GCC AAT CTA GAG GCA TTG AGG TTG GCT GGC CTA GGG CTG CGG CAG CTG GAT GAG 826 

GLFGRLLNLHDLDVSDNQLE 230 

GGG CTT TTT GGC CGC CTT CTC AAC CTC CAT GAC TTG GAT GTT TCT GAC AAC CAG TTG GAG 886 

HMP SVIQGLRGLTRLRLAGN 250 

CAT ATG CCA TCT CTG ATT CAA GGC CTG OCT GGC CTG ACA CGC CTG CGG CTG GCT GGC AAC 946 

TRIAQIRPEDLAGLTALQEL 270 

ACC CGT ATT GCC CAG ATA CGG CCC GAG GAC CTC GCT GCT CTG ACT GCC CTA CAG GAA TTG 1006 

DVSNLSLQALPSDLSSLFPR 290 

GAT GTG AGC AAC CTA AGC CTG CAG GCC CTG CCC ACT GAC CTC TOG ACT CTC TTT CCC CGC 1066 

LRLLAAARNPFNCLCPLSWF 310 

CTG CGC CTC TTA GCA GCT GCC AGG AAC CCC TTC AAC TGC TTG TGC CCC TTG AGC TGG TTT 1126 

GPWVRENHVVLASPEETRCH 330 

GCT OCT TGG GTG OCT GAG AAC CAT GTT GTG TTG GCC AGC OCT GAG GAG AOG OCT TCT CAC 1186 
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FPPKNAGRLLLDLDYADFGC 350 

TTT CCA. CCC AAG AAT GCT GGC CGA CTG CTC CTG GAT CTG GAT TAT GCA GAT TTT GGC TGC 1246 

PVTTTTATVPTIRSTIREPT 370 

OCA GTC ACC ACT ACC ACG GCC ACA CTA CCT ACT ATA AGG TCT ACT ATC AGG GAA CCC ACA 1306 

LSTSSQAPTWPSLTBPTTQA 390 

CTT TCA ACT TCT AGC CAA GCT CCC ACC TGG CCC AGC CTC ACA GAG CCA ACT ACC CAG GCC 1366 

STVL STAPPTMRPAPQPQDC 410 

TCC ACC CTA CTA TOG ACT GCC CCA CCA ACC ATG AGG CCA GCT CCT CAG CCC CAG GAC TGT 1426 

PASICLNGGSCRLGARHHWE 430 

CCA GCA TCC ATC TGC CTG AAT GCT GCT AGC TGC CCT TTG GGA GCA AGA CAC CAC TGG GAG 1486 

CLCPEGFIGLYCESPVEQGM 450 

TGC CTA TGC CCT GAG GGC TTC ATT GGC CTG TAC TCT GAG ACT CCA CTG GAG CAA GGG ATG 1546 

KPSSIPDTPRPPPLLPLSIE 470 

AAG CCC AGC TCC ATA CCA GAC ACT CCA AGG CCC CCT CCA CTG CTG CCT CTC AGC ATT GAG 1606 

PVSPTSLRVKLQRYLQGNTV 490 

CCG CTG AGC CCC ACC TCC TTG CCT GTG AAG CTG CAG CGC TAC TTG CAG GCT AAC ACT GTG 1666 

QLRSLRLTYRNLSGPDKRLV 510 

CAG CTA CGG AGC CTC CGG CTC ACC TAT CGC AAC CTG TCT GGC CCT GAC AAA CGA CTG GTG 1726 
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TLRLPASLAEYTVTQLRPNA 530 

ACA TTA CGG CTG CCT GCT TCA CTT GCA GAG TAT ACA GTC ACC CAG CTG CGA CCC AAT GCC 1786 

TYSICVTPLGAGRTPEGEEA 550 

ACC TAT TCT ATC TGT GTC ACA CCC TTG GGA GCT GGA CGG ACA CCT GAA GCT GAG GAG GCC 1846 

CGEANTSQAVRSNHAPVTQA 570 

TGT GGG GAG GCC AAC ACT TCC CAG GCA GTC CGC TCT AAC CAT GCC CCA GTT ACC CAG GCC 1906 

REGNLPLLIAPALA AVLLAV 590 

OCT GAG GGC AAC CTG CCA CTC CTC ATT GOG CCT GCC CTG GCT GCT GTA CTT CTG GCT GTG 1966 

LAAAGAAYCVRRARATSTAQ 610 

TTA GCC GCT GCA GGG GCA GCC TAC TCT GTG CGG CGG GCA OGG GCA ACT TCT ACA GCT CAG 2026 

DKGQVGPGTGPLELEGVKAP 630 

GAC AAA GGG CAG CTG GGG CCA GGG ACT GGA CCC CTG GAA CTA GAG GGG CTG AAA GCC CCT 2086 

LEPGSKATEGGGEALSGGPE 650 

TTG GAG OCA GGC TCC AAG GCA ACA GAG GGA GCT GGG GAG GCT TTG TCA GCT GCT OCT GAA 2146 

CEVPLMGYPGPSLQGVLPAK 670 

TCT GAG GTG CCT CTT ATG GGC TAC OCA GGG CCC AGC CTT CAG GGG GTC CTC CCT GCT AAG 2206 

H Y I * 674 

CAC TAC ATT TAG 2218 
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ACK3CJIX3AGAAAGAGCAGCCAGGGGCT 2297 

CACCACAfZIGCZ^^ 2376 

G&ACTCTGCCAGCXZG^ 2455 

CATGTGCTGGTAACATGGCTAGGCATGT]^^ 2534 

ATAATGACTXSGGGAAGCTACTAGGGCACI^^ 2613 

TCTX3GGCACATGTOGA^ 2692 

GCTGGGAAAGTGTITT^ 2771 

AGAAAATAAAAAATAAACTAAAAAAAAAAAAAAAGGGOGGCCGC 2815 
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10 20 30 40 50 

inputs MCSRVPLL - LPLLLLLALGPGVQGCPSGCQCSQPQTVFCTARQGTTVPRDVPPDTVGLYV 



MHSRSCLPPLLLLLLVLLGSGVQGCPSGCQCNQPQTVFCTARQGTTVPRDVPPDTVGLYI 
10 20 30 40 50 60 

60 70 80 90 100 110 

inputs FENGITMLDAGSFAGLPGLQLLDLSQNQIASLPSGVFQPLANLSNIjDLTANRIiHEITNET 

:::::: : : . : 

FENGITTLDVGCFAGLPGLQLLDLSQNQITSLPGGIFQPLVNLSNLDLTANKLHEISNET 
70 80 90 100 110 120 

120 130 140 150 160 170 

inputs FRGLRRLERLYLGKNRIRHIQPGAFDTLDRLLELKLQDNELRALPPLRLPRLLLLDLSHN 



FRGLRRLERLYLGKNRIRHIQPGAFDALDRLLELKLPDNELRVLPPLHLPRLLLLDLSHN 
130 140 150 160 170 180 

180 190 200 210 220 230 

inputs SLLALEPGILDTANVEALRIiAGLGLQQLDEGLFSRLRNLHDLDVSDNQLERVPPVIRGLR 



SIPALEAGILDTANVEALRLAGLGLRQLDEGLFGRLLNIjHDLDVSDNQLEHMPSVIQGLR 
190 200 210 220 230 240 

240 250 260 270 280 290 

inputs GLTRLRItAGNTRIAQLRPEDIiAGLAALQELDVSl^SLQALPGDLSGLFPRLRLIiAAARlIP 
*************** •••••••• •••••••«•••••••• ••« 

GLTRLRLAGNTRIAQIRPEDLAGLTALQELDVSNLSLQALPSDLSSLFPRLRLLAAARNP 
250 260 270 280 290 300 



Fig. 25A 
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300 310 320 330 340 350 

inputs FNCVCPLSWFGPWVTIESHVTLASPEETRCHFPPKNAGRLLLELDYADFGCPATTTTATVP 

FNCLCPLSWFGPWVTIENHVVIjASPEETRCHFPPKNAGRLLLDLDYADFGCPVTTTTAT^ 
310 320 330 340 350 360 

360 370 380 390 400 410 

inputs TTRPVVREPTALSSSLAPTWLSPTAPATEAPSPPSTAPPTVGPVPQPQDCPPSTCLNGGT 



• • • • 



TIRSTIREPTLSTSSQAPTWPSLTEPTTQASTVLSTAPPTMRPAPQPQDCPASICLNGGS 
370 380 390 400 410 420 

420 430 440 450 460 470 

inputs CHLGTRHHIiACLCPEGFTGLYCESQMGQGTRPSPTPVTPRPPRSIjTLGIEPVSPTSLRVG 



CRLGARHHWECLCPEGFIGLYCESPVEQGMKPSSIPDTPRPPPLLPLSIEPVSPTSLRVK 
430 440 450 460 470 480 

480 490 500 510 520 530 

inputs LQRYLQGSSVQLRSLRLTYRNLSGPDKRLVTLRLPASIiAEYTVTQLRPNATYSVCVMPLG 

• • • • ! t i !!! * ! ! Z Z Z 

LQRYLQGNTVQLRSLRLT YRNLSGPDKRL VTLRLP ASLAEYTVTQLRPNATYS I CVTPLG 
490 500 510 520 530 540 

540 550 560 570 580 590 

inputs PGRVPEGEEACGEAHTPPAVHSNHAPVTQAREGNLPLLIAPAIiAA 

AGRTPEGEEACGEAlTCSQAVRSNHAPVTQAREGNLPLLIAPAIiAAV 

550 560 570 580 590 600 



Fig. 25B 
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600 610 620 630 640 650 

inputs RRGRAMAAAAQDKGQVGPGAGPLELEGVKVPLEPGPKATEGGGEALPSGSECEVPLMGFP 

RRARA-TSTAQDKGQVGPGTGPLELEGVKAPLEPGSKATEGGGEALSGGPECEVPLMGYP 
610 620 630 640 650 

660 670 
inputs GPGLQSPLHAKPYI 



GPSLQGVLPAKHYI 
660 670 



Fig. 25C 
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human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



1 60 

MCSR- - -VPLLLPLLLLLALGP-GVQG CPSGOQCS QPQTVFC 

MEjSRSC-LPPLL-T,T.T,T,VLLGS-GVQG CPSGCQCN QPQTVFC 

N-LRCTTiIX^VIX^LR- -AQPFPCPPACKCVFRDAAQ C 

MAIJ^GGLALALLLLSWALGP 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



61 120 

TARQGTTVPR-DVPPDTVGLYVFENGITML^ 

TARQCTTVPR-DVPPDTVGLYIFENGITTLDVGCFAGLP 

SGGDVARISALGLP Tt^THILLFGMGRGVLQSQSFS 

SSRNLTRLPD - GlIKyGTQALWLDSNNLSSIPPAAFRNLSSLAFLNLQ^ 



human LRSG- 1 
murine LRSG-1 
GPV 
IGFBP 



121 180 

PLVNLSNLDLTANKLHEISNETFRGLIUZLI^ 

GMIVLQRIJdlSDSHISAVAPGTFSDLIKLIC^ 

GILEMLCHIJILEJ^ 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



181 240 

NELRALPPLRLPF TJJJiD LSHNSTJ.A T^GILDT-ANVEALRLAGLGLQQLDEGLFS 

NELRVLPPLHLPRLLLLD - - -LSHNSIPALEAGILDT-ANVEAIJU^GLG^ 
NALRGIDQM^ 

NSLAVLPDAAFRGLGGLlRELVI^ YLQPALFSGLAELF KTi DLSRNAliRAIKANVFA 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



241 300 
RLJRNL£n)LDVSDNQLEIW 

RLLNLHDLDVSDNQLEHM- PSVIQGLRGLTRIJZLACNTRIAQII&EDI^GLTA 
AQAIGjERLLLHSNRLVSLDSGLLNSLGM^ 

QLPRI&KLYLDRNLIAAVAPGAFLGLK^ J,FT)TFPGLLGLRVLRLS 



Fig. 26A 
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human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



301 360 

I^LQALPGDl^Gl^PRLRLIJ^AAR]^ 

NLSLQALPSDLSSLFPRLRIIjAAAim>m 

RNHLAFLPSALFLHSHNLTLLTLF^ - PGVLFGEMGGLQELWLNRTQ 

HNAIASLRPRTFEDLHFIEE^ 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



361 420 

KNAGRIJjLELDYADPG 

KNAGRIxLLDLDYADFGCP 

L RT LPAAAFRNLSR 

LQEVKVGAF- -IJGLTNVAVMNLSGNCLRN LPEQVFRGLGK 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



421 * * * * * * 480 

PSTAPPWGPVPQPQDCPPSTCl^^ 

LSTAPPTMRPAPQPQD CPASIC^ 

LRYLGVTLSP RLSA LPQGAFQGL 

LHSLHLE-GS CLGR IRPHTFAGL 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



481 540 
PTPVTPRPPRSLTLGIEFVSPTSLRVGLQRYLQGS - - SVQLRSL - RLTYRNLSGPDKRLV 
SIPDTPRPPPIJ^LSIEPVSPTSLRVKLQRYLQGasr- - TVQLRSL - RLTYKNLS GPDKRLV 

- - -GELQVLAIMSNGLTALPIXIH^ 

SGLRRLFLKDNGLVGIEEQSLW-GLAEIJl^ 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



541 600 

TLRLPASLAEYTVT^LRFN^ 

TLRLPASLAEYTVTQLRPNATYSICVTPI^ 

DmQLETLPGDVFGALPRLTEVLLGHNS^ RCDQG- LGPFLGWLRQHLGL - - - 

SHISmLAELPADMjGPLQRAFWLDVSHNRL EALPGSLLASLGRLR - YLNL- - - 
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601 660 
human LRSG-1 REGNLPI^IAPALAAVLLAALAAVGAAY- CVRRGRAMAAAAQDKGQVGPGAGPLELEGVK 
murine LRSG-1 REGOTjPLLIAPALAAVLLAVLAAAGAAY-C^ 

GPV VGGEEPPRC^PGAHAGLPLVJALPGGDAECPGPRGPPPRPAADSSS^ VH 

IGFBP R- -mSLRTFTPQPPGLERIM-LECSnW^ -R- 

661 720 

human LRSG-1 VPLEPGPKATEGGGEALPSGS - ECEVPLMGF PGPGLQSP --L 

murine LRSG-1 APLEPGSKATEGGGEALSGGP - ECEVPLMOT PGPSLQGV- - L 

GPV PALAPNSSEPWVWAQPVTTGKGQDHSPFWGF 

IGFBP - -FVQAICEG-DDOQPPVYTYNNITCASPPEVAGLDL RDL 



human LRSG-1 
murine LRSG-1 
GPV 
IGFBP 



721 728 

HAKPYI-- 

PAKHTC-- 

IRER-ALG 

GEAHFAPC 



Fig. 26C 
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GAMTCCCXSGCTCX^ 79 
CGCCTAGG«3AGGG^ 158 
COSSGOXXXXXSGCC^^ 237 



TIGAGCCACCAGGACTGAGGGC^^ 395 



GGLSLLANAWGILSVGAKQK 37 

GGG GGC CTC TCC CTG CTG GCC AAT GCC TGG GGC ATC CTC AGC GTT GGC GCC AAG CAG AAG 514 

KWKPLEFLLCTLAATHMLNV 57 

AAG TGG AAG CCC TTG GAG TTC CTG CTG TGT ACG CTC GCG GCC ACC CAC ATG CTA AAT CTG 574 

AVPIATYSVVQLRRQRPDFE 77 

GCC CTG CCC ATC GCC ACC TAG TCC CTG GTG CAG CTG CGG CGG CAG CGC CCC GAC TTC GAG 634 

WNEGLCKVFVSTFYTLTLAT 97 

TGG AAT GAG GCT CTC TGC AAG CTC TTC GTG TCC ACC TTC TAC ACC CTC ACC CTG GCC ACC 694 

CFSVTSLSYHRMWMVCWPVN 117 

TGT TTC TCT GTC ACC TCC CTC TCC TAC CAC CGC ATG TGG ATG GTC TGC TGG CCT CTC AAC 754 

YRLSNAKKQAVHTVMGIWMV 137 

TAC CGG CTG AGC AAT GCC AAG AAG CAG GCG GTG CAC ACA GTC ATG GCT ATC TGG ATG CTG 814 

SFILSALPAVGWHDTSERFY 157 

TCC TTC ATC CTG TCG GCC CTG CCT GCC GTT GGC TGG CAC GAC ACC AGC GAG CGC TTC TAC 874 

THGCRFIVAEIGLGFGVCFL 177 

ACC CAT GGC TGC CGC TTC ATC GTG GCT GAG ATC GGC CTG GGC TTT GGC CTC TGC TTC CTG 934 

LLVGGSVAMGVICTAIALFQ 197 

CTG CTG GTG GGC GGC AGC GTG GCC ATG GGC CTG ATC TGC ACA GCC ATC GCC CTC TTC CAG 994 

TLAVQVGRQADHRAFTVPT I 217 

ACG CTG GCC CTG CAG CTG GGG CGC CAG GCC GAC CAC CGC GCC TTC ACC CTG CCC ACC ATC 1054 

VVEDAQGKRRSSIDGSEPAK 237 

CTG CTG GAG GAC GCG CAG GGC AAG CGG CGC TCC TCC ATC GAT GGC TCG GAG CCC GCC AAA 1114 

TSLQTTGLVTTIVFIYDCLM 257 

ACC TCT CTG CAG ACC ACG GGC CTC GTG ACC ACC ATA CTC TTC ATC TAC GAC TGC CTC ATG 1174 

GFPVLDSTPIPERSAVRQGE 277 

GGC TTC CCT CTG CTG GAC TCT ACG CCC ATC CCC GAA AGG TCT GCA CTG AGA CAG GGA GAG 1234 

DWGKDQPEGFHPS SRQDCLP 297 

GAC TGG GGC AAA GAC CAG CCT GAG GGG TTT CAT CCA AGC AGC AGG CAA GAC TGC CTT CCC 1294 
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316 



MSDERRLPGSAVGWLVC 
TCTGCACC ATG ACT GAT GAG CGG CGG CTG CCT GGC ACT GCA CTG GGC TGG CTG CTA TGT 



17 
454 



* 

TGA 



Fig. 27A 



298 
1297 
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GCXZATTGCAGGACAT^ 1376 
GCCTGCGGGCCGAC(^^ 1455 
CHXJTCCTXX^^ 1534 

1613 



1692 



OXXaXXTAAGCACAACA 1771 

ITACTCreCCCTCC^ 1850 

AGAGCACX3AGG^^ 1929 

AATCTATTTCTTT^^ 2087 

TAAGGAGAACX^GGAACAGCTATAA 2166 

CCCTACAC&GTGG^^ 2245 

CIXXSOXTrCAGCTGGC^ 2324 

TGGGAGGCIX^^ 2403 

CTTCAAGGA^^ 2561 

CITOK^CCTT^^ 2640 

GGGGGACAGACTCCICTAAATA 2719 

GGCCTOGAGCTCCC^^ 2798 

CACACCXIAG&GCCAGGG^^ 2877 



CC1TATGATTTGCAAAAAAAAA 



2915 



Fig. 27B 
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GAATTCXXGGGKX^ 79 

0CAGCATG(XXXX3G0CXXKX^ 158 

GCGGGAACOXAG^^ 237 

CXAGCATCCTTGAGCX^^ 316 

MSDERRL PGSAVGWL 15 

CAGCTCCGGTCTGCACC ATG ACT GAT GAG CGG CGG CTG OCT GGC ACT GCA CTG GGC TGG CTG 378 

VCGGLSLLANAWGI LSVGAK 35 

GTA TCT GGG GGC CTC TCC CTG CTG GCC AAT GCC TGG GGC ATC CTC AGC GTT GGC GCC AAG 438 

QKKWKPLEFLLCTLAATHML 55 

CAG AAG AAG TGG AAG CCC TTG GAG TTC CTG CTG TCT ACG CTC GCG GCC AOC CAC ATG CTA 498 

NVAVP IATYSVVQLRRQRPD 75 

AAT CTG GCC CTG CCC ATC GCC ACC TAC TCC CTG CTG CAG CTG CGG CGG CAG CGC CCC GAC 558 

FEWNEGLCKVFVSTFYTLTL 95 

TTC GAG TGG AAT GAG GCT CTC TGC AAG GTC TTC GTG TCC ACC TTC TAC ACC CTC ACC CTG 618 

ATCFSVTSLSYHRMWMVCWP 115 

GCC ACC TCT TTC TCT CTC ACC TCC CTC TCC TAC CAC CGC ATG TGG ATG GTC TGC TGG CCT 678 

VNYRLSNAKKQAVHTVMGIW 135 

GTC AAC TAC CGG CTG AGC AAT GCC AAG AAG CAG GCG GTG CAC ACA GTC ATG GCT ATC TGG 738 

MVSFILSALPAVGWHDTSER 155 

ATG GTG TCC TTC ATC CTG TOG GCC CTG OCT GCC GTT GGC TGG CAC GAC ACC AGC GAG CGC 798 

FYTHGCRFIVAEIGLGFGVC 175 

TTC TAC ACC CAT GGC TGC CGC TTC ATC GTG GCT GAG ATC GGC CTG GGC TTT GGC CTC TGC 858 

FLLLVGGSVAMGV I CTAI AL 195 

TTC CTG CTG CTG CTG GGC GGC AGC GTG GCC ATG GGC CTG ATC TGC ACA GCC ATC GCC CTC 918 

FQTLAVQVGRQADHRAFTVP 215 

TTC CAG AOG CTG GCC GTG CAG GTG GGG CGC CAG GCC GAC CAC CGC GCC TTC AOC CTG CCC 978 

TIVVEDAQGKRRSSIDGSEP 235 

ACC ATC CTG GTG GAG GAC GOG CAG GGC AAG CGG CGC TCC TCC ATC GAT GGC TOG GAG CCC 1038 

AKTSLQTTGLVTTIVFIYDC 255 

GCC AAA ACC TCT CTG CAG ACC ACG GGC CTC GTG ACC ACC ATA GTC TTC ATC TAC GAC TGC 1098 

LMGFPVLVVSFSSLRADASA 275 

CTC ATG GGC TTC CCT GTG CTG CTG GTG AGC TTC AGC AGC CTG CGG GCC GAC GCC TCA GOG 1158 

PWMALCVLWCSVAQALLLPV 295 

CCC TGG ATG GCA CTC TGC GTG CTG TGG TGC TCC CTG GOC CAG GCC CTG CTG CTG OCT GTG 1218 

FLWACDRYRADLKAVREKCM 315 

TTC CTC TGG GOC TGC GAC CGC TAC CGG GCT GAC CTC AAA GCT GTC CGG GAG AAG TGC ATG 1278 

ALMANDEESDDETSLEGGIS 335 

GCC CTC ATG GOC AAC GAC GAG GAG TCA GAC GAT GAG AOC AGC CTG GAA GCT GGC ATC TCC 1338 



Fig. 28A 



Applicant: Holtzman, Douglas A. et al. 

Title: NOVEL ITALY, LOR-2, STRIFE, TRASH, BDSF, LRSG, 
AND STMST PROTEIN AND NUCLEIC ACID MOLECULES 
AND USES THEREFOR 
Attorney/Agent: Mario Cloutier 
Docket No.: MPI2000-544OMNICN1M 



PDLVLERSLDYGYGGDFVAL 355 

CCG GAC CTG CTG TTG GAG CGC TCC CTG GAC TAT GGC TAT GGA GCT GAT TTT CTG GCC CTA 1398 

DRMA*YEISALEGGLPQLYP 375 

GAT AGG ATG GCC AAG TAT GAG ATC TOC GCC CTG GAG GGG GGC CTG OCC CAG CTC TAC CCA 1458 

LRPLQEDKMQYLQVPPTRRF 395 

CTG CGG CCC TTG CAG GAG GAC AAG ATG CAA TAC CTG CAG CTC CCG COC ACG OGG CGC TTC 1518 

SHDDADVWAAVPLPAFLPRW 415 

TCC CAC GAC GAT GCG GAC GTG TGG GCC GCC GTC CCG CTG CCC GCC TTC CTG COG CGC TGG 1578 

GSGEDLAALAHLVLPAGPER 435 

GGC TCC GGC GAG GAC CTG GCC GCC CTG GCG CAC CTG GTG CTG CCT GCC GGG CCC GAG CGG 1638 

RRASLLAFAEDAPPSRARRR 455 

CGC CGC GCC AGC CTC CTG GCC TTC GCG GAG GAC GCA CCA CCG TCC CGC GCG CGC CGC CGC 1698 

SAESLLSLRTSALDSGPRGA 475 

TOG GCC GAG AGC CTG CTG TOG CTG OGG ACC TOG GCC CTG GAT AGC GGC CCG OGG GGA GCC 1758 

RDSPPGSPRRRPGPGPRSAS 495 

CGC GAC TOG OCC COC GGC AGC CCG CGC CGC CGC COC GGG CCC GGC CCC CGC TCC GCC TOG 1818 

ASLLPDAFALTAFECEPQAL 515 

GCC TOG CTG CTG CCC GAC GCC TTC GCC CTG ACC GCC TTC GAG TGC GAG OCA CAG GCC CTG 1878 

RRPPGPFPAAPAAPDGADPG 535 

CGC CGC COG OCC GGG CCC TTC CCC GCT GOG OCC GCC GCC CCC GAC GGC GCA GAT CCC GGA 1938 

EAPTPPSSAQRSPGPRPSAH 555 

GAGGCECXXSAOGCCCCCAAGCAGCGCCCA^ 1998 

SHAGSLRPGLSASWGEPGGL 575 

TOG CAC GCC GGC TCT CTG CGC CCC GGC CTG AGC GOG TOG TGG GGC GAG CCC GGG GGG CTG 2058 

RAAGGGGSTSSFLSSPSESS 595 

CGC GOG GCG GGC GGC GGC GGC AGC ACC AGC AGC TTC CTG ACT TOC CCC TOC GAG TCC TOG 2118 

GYATLHSDSLGSAS * 610 

GGC TAC GCC ACG CTG CAC TOG GAC TOG CTG GGC TCC GOG TCC TAG 2163 

GACCGCXXSGCGGC^ 2242 

CCCCGOXXXAGAC^^ 2321 

CTGGCCITCTC^^ 2400 

CTGGGG&JGCTCA^ 2479 

OCX7IX3CXX!AACAGGACCT 2558 

GCTG&GCIGGAGCCATTGG 2637 

AGGCTACAGAGGGICTCTAAGCACAG^ 2716 

OCTGCCK^GTTTCXX^ 2795 
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CXX7TCX3CCACTCA^ 2874 

AGCTAAGCAGAACA^ 3032 

TCTGCaSTOJITCCC^^ 3 111 

CACGAGQGCAGCAQGGCXTO 3190 

TATTTCITIXXXn-K^ 3348 

GAGAACCAGGAACAGCTATAACX^^ 3427 

ACACAGTGGCOXACAATAT^^ 3506 

CCCTraGCnXSGO^^ 3585 

AGGCTOCCTAAGCCTGT^^ 3664 

AAGGACIX3ACAA(jn?ACGTAGGGGC^^ 3822 

TCACXTITAGGTTTTCACTCAI^^ 3901 

GACAGAGTCXTTCTAAATACTCCAATC^ 3980 

TGGAGCTOXITaX^ 4059 

OX^GAGCCAGGGATCC^^ 4138 

ATGAAAAAAAAAAAAAAAGGGCGGCCGC 4166 



Fig. 28C 
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1 60 

SSTM- 1 MS DERRLPGSAVGWLVCGGLSLLA^ 

SSTM-2 MS DERRLPGS AVGWLVCGGLSLLA^ 

proteinA- 2 MARGGAGAEEAS LRSNALS WLACX5LLALLANAW I ILSISAKQQKHKPLELLLCFLAGTHI 
proteinA-3 



SSTM-1 
SSTM-2 



61 120 
LNVAVPIATYSWQLRRQ - RPDFEWNEGLCKVFVSTFYTLTLATCFSVTSLS YHRMWMVC 



LNVAVPIATYSVV QLRRQ-RPDFEWNEGLC KVFVS^ 
proteinA- 2 LMAAVPLTTFAVVQLRRQASSDYDWNES ICKVFV 

proteinA- 3 



121 180 
SSTM- 1 WPVNYRLSNAKKQAVHTVMGIWMVSFILSALPAVGWHDT^ 
SSTM- 2 WPVNYRLSNAKK QAVHTVMGIWMVSFILSAL 

proteinA- 2 WPVNYRLSNAKKQALHAVMGI IGWHNNGERYYARGCQF I VSKIGLGFG 
proteinA- 3 

181 240 

SSTM- 1 VCFLLLVGGSVAMGVICTAIALF QT'L AVQVGRQADHRAFT 

SSTM-2 VCFLLLVGGSVAMGVICTAIAIiF QTIj AVQVGRQADHRAFT 

proteinA- 2 VCFSLLLLGGIVMGLVCVAITFYQTLWAR 

proteinA- 3 ITFYQTLWARPRRARQARRVGGGGGTKAGGPGALGTRPAFE 

241 300 

SSTM- 1 VPT I WEDAQGKRRS S IDGS EPAKTSLQTTGLVTT I VF I YDCLMGFPVL 

SSTM- 2 VPTIVVEDAQGKRRSSIDGSEPAKTSIX3TTGLVTTIWITO 
proteinA- 2 VPAIVVEDARGKRRSSIjDGSESAKTSLQVT NLVSAIWLTO 

proteinA- 3 VPAIVVEDARGKRRSSLIX3SESAKTSLQVT1S^ VSFFSLKSDS 

301 360 

SSTM-1 DSTPI 

SSTM- 2 SAPWMMjCVLWCSVAQALLLPVFLWACT 

proteinA- 2 APPWMVIAVLWCSMAQTLLLPSFIWSCERYRADWTVWEQCVAIMSEEDGDDD G 

proteinA- 3 APPWMVIAVLWCSMAQTLLLPSFIWSCERYRADWTVWEQCVAIMS G 



361 



420 
--P 



SSTM-1 

SSTM- 2 ISPDLVLER- - SIJDYGYGGDFVALDRMaiCYE^ 

proteinA- 2 GCDDYAEGRVCKVRFDANGATGPGSRDPA- QVKLLPGR - HMLFP - - PL- - ERVHYLQVPL 
proteinA- 3 GCDDYAEGRVCKVRFDANGATGPGSRDPA- QVKLL PGR -HMLFP - - PL - - ERVHYLQLK- 



421 480 

SSTM- 1 ERSAVRQGED WGKDQ 

SSTM-2 TRRFSHDDADVWAAVPLPA- FLPRWGSGEDLAALAHLVLP - AGPERRRASLLAFAEDAPP 
proteinA- 2 SRRLSHDETNIFSTPREPGSFI^KWSSSDDIRVLPAQSRALGGPPEYLGQRHRLEDEEDE 
proteinA- 3 KLDLAAAAAHTF FVANPMHLQ 



481 540 

SSTM-1 PEGFH 

SSTM-2 SRARRRSAESLLSLRTSALDSGPRGARDSPPGSPRRRPGPGPRSASASLLPDAFALTAFE 

proteinA- 2 EEA EGGGLASLRQF - LESGVLGSGGGPP RGPG FFRE - -EITTF- 

proteinA-3 MRE- -DMAKY- 
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541 600 

SSTM-1 PSSRQ 

SSTM-2 CEPQALRRPPGPFPAAPAAPDGADPGEAPTPPSSAQRSPGPRP- - SAHSHAGSLRPGLSA 

proteinA- 2 IDETPLPS PTAS PGHS PRRPRPLGLS PRRLSLGS PESRAVGLPLGLSA 

proteinA-3 RRMS 

601 642 

SSTM-1 DCL P 

SSTM- 2 SWGEPGGLRAAGGGGSTSSFLSSPSESSGYATLHSDSLGSAS 

proteinA- 2 GRRCSLTGGEESARAWGGSWGPGNPIFPQLTL 

proteinA- 3 GVR 



Fig. 29B 
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Fig. 30A 
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Fig. 30B 
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Fig. 30C 
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